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alects, rufous-collared sparrows, Zonotrichia ca- 
pensis, 1443 

body armor, prey defenses, unsuccessful predation, 
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burst speed, locomotor performance, morphological 
variation, natural selection, performance gradient, 
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marus minus, 353 

comparative method, flight design, genetic correla- 
tion, mating system, sexual dimorphism, sexual 
selection, butterflies, 1525 

evolutionary constraints, macroevolution, fruit mor- 
phology, dispersal syndromes, Markov process, 136 

growth, quantitative genetics, constraint, genetic 
variance, genetic correlation, selection gradient, 
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heritability, genetic correlations, phenotypic corre- 
lations, body size, egg size, maternal effects, for- 
aging, barnacle goose, Branta leucopsis, 235 

heteroblasty, heterochrony, leaf shape, morphomet- 
rics, paedomorphosis, plant architecture, plant on- 
togeny, squash, Cucurbita, 1827 

heterochrony, caenogenesis, limb development, 
chondrogenesis, Triturus, 677 

heterostyly, functional significance, experimental 
manipulations, pollen transfer, gender measures, 
reciprocal herkogamy, marker genes, Eichhornia 
paniculata, 43 

heterozygosity, morphological variability, genetic 
variability, Zonotrichia capensis, 1959 

maternal effects, paternal effects, pollen load, seed 
quality, seedling vigor, seed weight, 1731 

morphological variation, phenotypic selection, se- 
lective predation, vertebral number, Gasterosteus, 
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morphometric shape, development, Anura, 735 

ontogeny, integration, morphometrics, rodents, 1164 
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pollinator attraction, evolutionarily stable strategy, 
plant reproduction, dioecy, 1199 

premating isolation, speciation, preadult experience, 
host races, body size, cactus, Drosophila mojaven- 
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reproductive effort, relative clutch mass, constraints, 
adaptation, lizard, snake, 828 

sexual dimorphism, sexual selection, anthropomet- 
rics, natural selection, genetic constraints, 226 


NEMATODA 
hermaphrodite, life-history evolution, self-fertiliza- 
tion, Caenorhabditis elegans, 1951 
mating behavior, ethological isolation, gametic iso- 
lation, hybrid lethality, hybrid sterility, Caeno- 
rhabditis, Rhabditis, Pelodera, 585 
mtDNA, Helminth, Trichostrongylidae, 470 


PALEONTOLOGY 
biogeography, mitochondrial DNA, paleoclimate, 
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American blackbirds, Icterinae, 1621 

balance, extinction rates, speciation rates, species 
sorting, tree topology, 1818 

biogeography, maximum likelihood, mtDNA, phy- 
logenetic tree, 1347 

evolutionary constraints, macroevolution, fruit mor- 
phology, dispersal syndromes, Markov process, 136 

gametes, geminate species, hybridization, echinoids, 
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gene regulation, pheromones, renal induction, an- 
drogen, evolution, 8-glucuronidase, Mus, | 

mtDNA, evolution, historical geography, genetic dif- 
ferentiation, Death Valley, pupfishes, Pisces, Cy- 
prinodontidae, Cyprinodon, 193 

parapatric divergence, mtDNA sequences, Andean 
mice, Akodon, 174 

parthenogenesis, evolution, hybridization, mtDNA, 
lizards, Cnemidophorus, 184 

phylogenetic systematics, cladistics, hybrids, Acan- 
thaceae, Aphelandra, 1329 

phylogenetic trees, computer simulation, plasmid 
exchange, bacterial evolution, Rhizobium, 641 

phylogeography, population structure, gene flow, na- 
tal homing, matrilines, mitochondrial DNA, 1084 

population genetic differentiation, mtDNA sequence 
variation, PCR, molecular phylogeny, Poecilia re- 
ticulata, 1457 

restriction sites, maximum likelihood, 159 
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speciation, extinction, null model, coalescent, spe- 
cies diversity, molecular clock, 627 
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alcohol dehydrogenase, anaerobic stress, adaptation, 
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repens, 721 
allozyme frequencies, genetic distance, heavy met- 
als, population structure, serpentine, Caryophyl- 
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sensitivity, Bulinus truncatus, 1698 

furanocoumarins, resistance, metabolism, behavior, 
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fitness functions, gallmakers, natural selection, plant- 
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germination date, fitness, seedling size, genetic vari- 
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germination date, fitness, seedling size, phenotypic 
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herbivore preference, herbivore performance, her- 
bivore distribution, plant resistance, herbivore in- 
teractions, Uroleucon tissoti, Solidago altissima, 
Philaenus spumarius, Lepyronia quandrangularis, 
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heteroblasty, heterochrony, leaf shape, morphomet- 
rics, paedomorphosis, plant architecture, plant on- 
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quality, seedling vigor, seed weight, 1731 
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douglas-fir, Psuedotsuga menziesii, 846 
phylogenetic systematics, cladistics, hybrids, Acan- 
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self-incompatibility, pseudocompatibility, compe- 
tition, flower abscission, cross-pollination, Aga- 
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sexual dimorphism, quantitative genetics, Silene la- 
tifolia, Silene alba, 445 
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bacteriophage, cooperation, fl, host-parasite, mo- 
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phylogenetic trees, computer simulation, plasmid 
exchange, bacterial evolution, Rhizobium, 641 
thermal adaptation, temperature, fitness, evolution, 
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quantitative traits, selection gradients, 616 
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egies (ESS), quantitative genetic recursion (QGR), 
quantitative genetic optimization (QGO), fre- 
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maximum likelihood, matrix permutation, 1967 

genetic covariance, genetic correlation, growth, de- 
velopmental trajectory, pleiotropy, maternal ef- 
fect, developmental interaction, 495 

genetic variance, genetic covariance, matrix com- 
parisons, sample size, maximum-likelihood esti- 
mation, least squares estimation, 1965 

genotype-environment interaction, analysis of vari- 
ance, genetic correlation, heritability, 540 

growth, constraint, genetic variance, genetic corre- 
lation, selection gradient, 954 

heterosis, inbreeding depression, life-history traits, 
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quantitative traits, additive genetic variance, poly- 
genic mutation, neutral theory, random genetic 
drift, island model, migration, subdivided popu- 
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haploid-diploid embryos, hemiclonal inheritance, 
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among-family variation, genetic correlations, genet- 
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coevolution, parasites, parthenogenesis, reproduc- 
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fecundity, lizards, snakes, reptiles, 62 

fecundity, reaction norms, sex allocation, sex ratio, 
parasitic wasps, Hymenoptera, Muscidifurax rap- 
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fitness variation, mating systems, phenotypic evo- 
lution, sexual selection, Centrarchidae, Microp- 
terus dolomieui, 1740 
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hermaphrodite, life-history evolution, self-fertiliza- 
tion, Caenorhabditis elegans, 1951 
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rate, body size, life-cycle timing, phenology, sea- 
sonality, grasshoppers, 121 

phylogeny, parthenogenesis, evolution, hybridiza- 
tion, mtDNA, lizards, Cnemidophorus, 184 

pleiotropy, mutation, selection, Drosophila mela- 
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reproductive effort, relative clutch mass, constraints, 
adaptation, lizard, snake, 828 
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rility, 1584 

song, courtship, acoustic communication, reproduc- 
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clonal reproduction, colonization, frequency-depen- 


dent selection, genetic drift, floral polymorphism, 
tristyly, Decodon verticillatus, Lythrum salicaria, 
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coadaptation, gametic disequilibrium, outbreeding 
depression, self-fertilization, 837 

cost of reproduction, reciprocal transplants, evolu- 
tionary constraints, genetic correlation, heritabil- 
ity, local population differentiation, genotype-en- 
vironment interaction, maximum-likelihood 
estimation, Anthoxanthum odoratum, 341 

dioecy, breeding systems, sex determination, Ha- 
waii, Wikstroemia, 207 

flower number, inbreeding depression, Michigan, pc- 
rennial, seed size, self-fertilization, survival, bum- 
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gametophyte, inbreeding depression, mutational load, 
multilocus selection model, outcrossing, 703 

gynodioecy, plant mating systems, Phacelia linearis, 
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heterostyly, functional significance, experimental 
manipulations, pollen transfer, gender measures, 
reciprocal herkogamy, marker genes, Eichhornia 
paniculata, 43 

mating system, outcrossing rate, protandry, herko- 
gamy, Clarkia tembloriensis, 216 

pollen dispersal, gene flow, paternity, floral evolu- 
tion, bumble bee pollination, Polemonium viscos- 
um, 1043 

pollination, floral traits, reproductive success, fit- 
ness, spatial structure, 1030 

pollinator attraction, evolutionarily stable strategy, 
dioecy, 1199 
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REPTILES 

adders, body size, coloration, mating success, sexual 
selection, snakes, Vipera berus, 1220 

biogeography, conservation genetics, mitochondrial 
DNA, molecular clock, molecular systematics, na- 
tal homing, Chelonia agassizi, Chelonia mydas, 
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fecundity, reproduction, lizards, snakes, 62 

natural selection, correlational selection, predation, 
color pattern, antipredator behavior, genetic co- 
variance, Seprentes, Thamnophis ordinoides, 1284 

phylogeny, parthenogenesis, evolution, hybridiza- 
tion, mtDNA, lizards, Cnemidophorus, 184 

reproductive effort, relative clutch mass, constraints, 
adaptation, lizard, snake, 828 

sex ratio, local mate competition, snake, adder, Vi- 
pera berus, 1549 
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adaptation, assessment, competition, evolutionarily 
stable strategy (ESS), frequency-dependent selec- 
tion, polyphenism, Scaphiopus multiplicatus, 1408 

altruism, group selection, kin selection, population 
structure, population viscosity, 1492 

birth weights, genotype-environment interaction, 
mean-optimum difference, stabilizing selection, 
1574 

cavity-nesting species, clutch-size equation, envi- 
ronmental effects on clutch size, evolutionary 
“steady state,” hypothetico-deductive theory, lat- 
itudinal variation in clutch size, nest predation 
hypothesis, trade-off hypotheses, 1581 

correlated responses, body size, fertility, viability, 
longevity, 745 

founder event, speciation, reproductive isolation, 
chromosomal variation, polychaete, Nereis, 
Neanthes, 1214 

gametophyte, inbreeding depression, mutational load, 
multilocus selection model, outcrossing, 703 

paternity analysis, inbreeding depression, cryptic self- 
incompatibility, postpollination selection, seed 
weight, pollen tubes, Aquilegia caerulea, 1181 

pleiotropy, mutation, reproduction, Drosophila mel- 
anogaster, 76 

thermal adaptation, temperature, fitness, evolution, 
environment, bacteria, Escherichia coli, 16 

Wright’s shifting balance, migration, 1972 
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adaptive radiation, directional selection, evolution, 
host race, insect, 1052 

allozymes, drift, gene flow, morphometrics, popu- 
lation structure, Fringilla coelebs, 1784 

allozymes, F-statistics, gene flow, genetic differen- 
tiation, insect population structure, phosphoglu- 
cose isomerase, Chrysomela aeneicollis, 1097 

allozymes, migration, gene flow, genetic distance, 
genetic drift, population structure, waterstrider, 
Aquarius, 430 

balancing selection, heterogeneous environment, al- 
lozymes, linkage disequilibrium, F-statistics, 1642 

B chromosome, levels of selection, Paternal Sex Ra- 
tio (PSR), population structure, selfish DNA, Na- 
sonia, 1257 

biased estimates, environmental covariance, fitness, 
quantitative traits, selection gradients, 616 





SUBJECT INDEX 


burst speed, locomotor performance, morphological 
variation, performance gradient, vertebral num- 
ber, Gasterosteus, 987 

caves, regressive evolution, morphology, springs, 
Gammarus minus, 353 

character displacement, coevolutionarily stable 
communities (CSC), evolutionarily stable strate- 
gies (ESS), quantitative genetic recursion (QGR), 
quantitative genetic optimization (QGO), fre- 
quency dependent selection, taxon cycles, 317 

clonal reproduction, colonization, frequency-depen- 
dent selection, genetic drift, floral polymorphism, 
tristyly, Decodon verticillatus, Lythrum salicaria, 
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correlated selection, phenotypic selection, plant life 
history, variable selection pressures, 1658 

correlational selection, predation, color pattern, an- 
tipredator behavior, genetic covariance, Se- 
prentes, Thamnophis ordinoides, 1284 

cost of reproduction, reciprocal transplants, evolu- 
tionary constraints, genetic correlation, heritabil- 
ity, local population differentiation, genotype-en- 
vironment interaction, maximum-likelihood 
estimation, Anthoxanthum odoratum, 341 

environmental sex determination, temperature-de- 
pendent sex determination, thermal effects, fre- 
quency-dependent selection, sex ratio evolution, 
Atlantic silversides, 1722 

fitness functions, gallmakers, plant-animal interac- 
tions, Insecta, Tephritidae, Asteraceae, Solidago, 
1674 

gene regulation, pheromones, renal induction, an- 
drogen, evolution, 6-glucuronidase, Mus, | 

genetic covariance, genetic correlation, growth, de- 
velopmental trajectory, pleiotropy, maternal ef- 
fect, developmental interaction, 495 

germination date, fitness, seedling size, phenotypic 
selection, Erigeron annuus, 92 

habitat selection, oviposition site preferences, cac- 
tophilic Drosophila, Drosophila-yeast interac- 
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heritability, genetic correlations, phenotypic corre- 
lations, body size, egg size, maternal effects, for- 
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inclusive fitness, kin selection, Hamilton’s rule, al- 
truism, group selection, 376 

morphological variation, phenotypic selection, se- 
lection predation, vertebral number, Gasterosteus, 
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plant-herbivore interactions, genetic variation, mites, 
Tetranychus urticae, 279 

polygenic variation, population structure, gene flow, 
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sexual dimorphism, sexual selection, anthropomet- 
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comparative method, flight design, genetic correla- 
tion, mating system, sexual dimorphism, butter- 
flies, 1525 

cryptic female choice, genitalic evolution, lock and 
key, specific mate recognition, species isolation, 
beetles, 1774 

fitness variation, mating systems, phenotypic evo- 
lution, Centrarchidae, Micropterus dolomieui, 1740 

intrasexual competition, mate choice, sexual dimor- 
phism, coral reef fish, bluehead wrasse, Tha/las- 
soma bifasciatum, 1421 

phenotypic plasticity, plumage color, Ficedula hy- 
poleuca, 825 

phenotypic selection, selective regimes, local adap- 
tation, selection coefficient, density-dependent se- 
lection, mechanisms of selection, sexual dimor- 
phism, parasite load, Trypanosomatidae, Gerris, 
914 

protandry, reaction norms, development, diapause, 
sex differences, butterflies, 519 

sex ratio, chromosome analysis, solitary spider, Pit- 
yohyphantes phrygianus, 841 

sexual dimorphism, anthropometrics, natural selec- 
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sexual dimorphism, quantitative genetics, plants, 
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key, specific mate recognition, species isolation, 
beetles, 1774 

dioecy, breeding systems, sex determination, Ha- 
waii, Wikstroemia, 207 

environmental sex determination, temperature-de- 
pendent sex determination, thermal effects, fre- 
quency-dependent selection, sex ratio evolution, 
Atlantic silversides, 1722 

evolution of sex, outcrossing, aphally, temperature 
sensitivity, Bulinus truncatus, 1698 

evolution of sexual reproduction, cost of meiosis, 
genetic segregation, 775 

gynodioecy, plant mating systems, Phacelia linearis, 
1313 

inbreeding, gynodioecy, maternal sex, seed quality, 
Sidalcea oregana ssp. spicata, 1862 
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quency-dependent selection, sex ratio evolution, 
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fecundity, reaction norms, sex allocation, parasitic 
wasps, Hymenoptera, Muscidifurax raptor, 1496 

heterosis, inbreeding depression, life-history traits, 
quantitative genetics, parasitic wasp, Hymenop- 
tera, Muscidifurax raptor, 1511 

local mate competition, snake, adder, Vipera berus, 
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sexual selection, sex differences, butterflies, 519 
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bacteriophage, cooperation, fl, host-parasite, mo- 
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otic, parasitic, grasshoppers, Eyprepocnemis plo- 
rans, 529 

brood parasitism, host defenses, gene flow, allopat- 
ric, sympatric, Manitoba, Molothrus ater, Turdus 
migratorius, Dendroica petechia, 334 

coevolution, parasites, parthenogenesis, reproduc- 
tive assurance hypothesis, Red Queen hypothesis, 
sexual reproduction, 907 

hybrid zone, parasitism, parasitic specificity, popu- 
lation genetics, teleosteans, helminths, 56 

phylogenetic trees, computer simulation, plasmid 
exchange, bacterial evolution, Rhizobium, 641 

plant-herbivore interactions, genetic variation, se- 
lection, mites, Tetranychus urticae, 279 

sexual selection, phenotypic selection, selective re- 
gimes, local adaptation, selection coefficient, den- 
sity-dependent selection, mechanisms of selection, 
sexual dimorphism, parasite load, Trypanoso- 
matidae, Gerris, 914 
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advertisement calls, acoustic communication, geo- 
graphic variation, pleiotropic effects, speciation, 
sympatric interactions, 896 

alcohol dehydrogenase, anaerobic stress, adaptation, 
enzyme variation, quantitative genetics, Trifolium 
repens, 721 

allozyme frequencies, genetic distance, heavy met- 
als, population structure, serpentine, Caryophyl- 
laceae, Silene dioica, 1537 

allozymes, F-statistics, gene flow, genetic differen- 
tiation, insect population structure, natural selec- 
tion, phosphoglucose isomerase, Chrysomela 
aeneicollis, 1097 

allozymes, migration, gene flow, genetic distance, ge- 
netic drift, population structure, waterstrider, 
Aquarius, 430 

allozymes, morphology, population structure, vocal 
dialects, rufous-collared sparrows, Zonotrichia ca- 
pensis, 1443 

altruism, group selection, kin selection, population 
structure, population viscosity, 1492 

among-family variation, genetic correlations, genet- 
ics of diapause, heterogeneous environments, phe- 
nology, seasonal cycles, Insecta, 1754 

angiosperm evolution, coevolution, extinction rate, 
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balance, extinction rates, phylogenies, speciation 
rates, species sorting, tree topology, 1818 

body armor, prey defenses, unsuccessful predation, 
differential survival, geographical variability, Gas- 
terosteus, 1224 
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caves, regressive evolution, selection, morphology, 
springs, Gammarus minus, 353 

copy number variation, nuclear rDNA variation, re- 
striction site variation, somatic variation, Trifoli- 
um repens, 1240 

cost of reproduction, reciprocal transplants, evolu- 
tionary constraints, genetic correlation, heritabil- 
ity, local population differentiation, genotype-en- 
vironment interaction, maximum-likelihood 
estimation, Anthoxanthum odoratum, 341 

cyclic parthenogenesis, sex ratio, strategies, Daph- 
nia, 833 

effective population size, genetic drift, electropho- 
resis, tristyly, simulation, Eichhornia paniculata, 
1875 

environmental heterogeneity, genotype-environ- 
ment interaction, phenotypic plasticity, species di- 
versity, 561 

extinction, population size fluctuation, variable mi- 
gration, 608 

founder event, speciation, reproductive isolation, 
chromosomal variation, polychaete, Nereis, 
Neanthes, 1214 

furanocoumarins, resistance, metabolism, physiol- 
ogy, behavior, genetics, heritability, parsnip web- 
worm, Depressaria pastinacella, 1373 

genetic components of variance and covariance, 
maximum likelihood, matrix permutation, 1967 

genetic variance, genetic covariance, matrix com- 
parisons, sample size, maximum-likelihood esti- 
mation, least squares estimation, 1965 

germination date, fitness, seedling size, Erigeron an- 
nuus, 107 

growth, quantitative genetics, constraint, genetic 
correlation, selection gradient, 954 

habitat selection, oviposition site preferences; cac- 
tophilic Drosophila, Drosophila-yeast interac- 
tions, 1070 

herbivore preference, herbivore performance, her- 
bivore distribution, plant resistance, herbivore in- 
teractions, Uroleucon tissoti, Solidago altissima, 
Philaenus spumarius, Lepyronia quandrangularis, 
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heterozygosity, founder effect, genetic diversity, sim- 
ulation models, mosquitofish, Gambusia, 477 

heterozygosity, morphological variability, genetic 
variability, Zonotrichic capensis, 1959 

hybrid zone, mating call, premating isolation, rein- 
forcement, speciation, Bombina, 595 

introgression, chloroplast DNA, ribosomal DNA, 
Asteraceae, Helianthus, 566 

life-history variation, heterozygosity, bony fishes, 576 

mating system, migration, colonization, genetic vari- 
ation, F-statistics, interdemic selection, red howl- 
er, 1112 

mating system, outcrossing rate, protandry, herko- 
gamy, Clarkia tembloriensis, 216 

migration, allozyme variability, population genetics, 
island model, isolation by distance, greywing fran- 
colin, 1477 

mtDNA, evolution, historical geography, genetic dif- 
ferentiation, phylogenetics, Death Valley, pupfish- 
es, Pisces, Cyprinodontidae, Cyprinodon, 193 

mtDNA, Nematoda, Helminth, Trichostrongylidae, 
470 

natural selection, correlational selection, predation, 
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color pattern, antipredator behavior, genetic co- 
variance, Seprentes, Thamnophis ordinoides, 1284 

plant-herbivore interactions, selection, mites, Te- 
tranychus urticae, 279 

polygenic variation, population structure, gene flow, 
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population genetic differentiation, mtDNA sequence 
variation, PCR, molecular phylogeny, Poecilia re- 
ticulata, 1457 

quantitative traits, additive genetic variance, poly- 
genic mutation, neutral theory, random genetic 
drift, island model, migration, subdivided popu- 
lation, local extinction and colonization, 381 

reaction norms, infinite-dimensional traits, quanti- 
tative traits, genetic constraints, optimization, het- 
erogeneous environments, 390 

resistance, genotype < environment interaction, en- 
vironmental effects, Solidago altissima, Uroleucon 
tissoti, 1230 

sexual dimorphism, quantitative genetics, plants, 
Silene latifolia, Silene alba, 445 

sexual isolation, intraspecific variability, biometric 
genetics, Drosophila, 1385 

sexual selection, phenotypic selection, selective re- 
gimes, local adaptation, selection coefficient, den- 
sity-dependent selection, mechanisms of selection, 
sexual dimorphism, parasite load, Trypanoso- 
matidae, Gerris, 914 

small population, conservation genetics, molecular 
clock, 763 

sperm competition, individual variation, Scatopha- 
ga stercoraria, 366 
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allozymes, morphology, population structure, vocal 
dialects, rufous-collared sparrows, Zonotrichia ca- 
pensis, 1443 
among-family variation, genetic correlations, genet- 
ics of diapause, heterogeneous environments, phe- 
nology, seasonal cycles, Insecta, 1754 
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burst speed, locomotor performance, morphological 
variation, natural selection, performance gradient, 
vertebral number, Gasterosteus, 987 

character displacement, coevolutionarily stable 
communities (CSC), evolutionarily stable strate- 
gies (ESS), quantitative genetic recursion (QGR), 
quantitative genetic optimization (QGO), fre- 
quency dependent selection, taxon cycles, 317 

copy number variation, nuclear rDNA variation, re- 
striction site variation, somatic variation, Trifo- 
lium repens, 1240 

developmental plasticity, echinodermatology, het- 
erochrony, larva, mode of development, pheno- 
typic plasticity, pluteus, echinoid, 972 

development, growth, hybridogenetic, metamorpho- 
sis, phenotypic variation, survival, amphibian, 
tadpole, Rana esculenta complex, 665 
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ment interaction, phenotypic plasticity, species di- 
versity, 561 
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animal interactions, Insecta, Tephritidae, Aster- 
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gene regulation, pheromones, renal induction, an- 
drogen, evolution, 8-glucuronidase, Mus, 1 

life history, offspring fitness, optimal offspring size, 
phenotypic plasticity, seasonality, grasshoppers, 
Acrididae, 1553 

maternal effects, paternal effects, pollen load, seed 
quality, seedling vigor, seed weight, 1731 

morphological variation, phenotypic selection, se- 
lective predation, vertebral number, Gasterosteus, 
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polygenic variation, population structure, gene flow, 
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VIRUSES 
Muller’s ratchet, evolution of sex, RNA viruses, 289 





